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Coronaviruses (CoV) cause diseases in birds, 

mammals, and humans, and were first identified in the 

mid-1960s (Lee, 2015; Bande et al., 2015; CDC, 2020). 

These viruses are named for the crown-like spikes on 

their surface (CDC, 2020). Based on the classification of 

the International Committee for Taxonomy of Viruses 

(ICTV) coronaviruses are from order Nidovirales, family 

Coronaviridae and subfamily Coronavirinae.  The 

viruses contain a positive sense, single-stranded 

Ribonucleic acid (RNA) genome ranged from 26 to 32 

kilobases (kb) in length and thus have the largest 

genomes for RNA viruses (van Regenmortel et al., 

2000). These viruses are further divided into four main 

subgroups named alpha, beta, gamma, and delta. There 

are seven human coronaviruses cause infection in 

humans including HCoV-229E (alpha coronavirus), 

HCoV-NL63 (alpha coronavirus), HCoV-OC43 (beta 

coronavirus), HCoV-HKU1 (beta coronavirus), Middle 

East Respiratory Syndrome, or MERS-CoV (beta 

coronavirus), Severe Acute Respiratory Syndrome, or 

SARS-CoV (beta coronavirus), and the newly identified 

2019 Novel Coronavirus (2019-nCoV) (CDC, 2020), 

defined as SARS-CoV2, causing the Coronavirus Virus 

Disease of 2019 (COVID-19).  
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Common symptoms of the disease include fever, 

cough, respiratory symptoms, shortness of breath and 

breathing difficulties (WHO, 2020), but patients can 

complicate and even evolve to fatal outcomes.  

In December 2019, the Wuhan city, Hubei province 

of China, reported several cases of pneumonia of 

unknown etiology (Wuhan Municipal Health 

Commission, 2019). In January 2020, the causative agent 

was confirmed as 2019-nCoV (Xinhuanet, 2020). The 

number of cases has been increased in the last few weeks. 

As of February 12, 2020, a total of 45,204, confirmed 

cases of 2019-nCoV had been reported globally. Of the 

reported cases, 44,685 cases were from mainland China. 

The number of deaths increased and reached to 1,116 

(Figure 1). The infection was spread beyond the border 

and 25 countries have been reported cases of 2019-nCoV 

including the United States, Singapore, Japan, Thailand, 

Australia, Republic of Korea, Malaysia, Germany, 

France and other countries (WHO, 2020a). 

Thus, it is imperative to strengthen the public health 

system, disease surveillance, and control suspected cases 

of 2019-nCoV, early detection and diagnosis, to avoid 

and control further spreading of 2019-nCoV. More joint 

efforts from the World Health Organization (WHO), the 

Chinese government, health institutes, researchers are 

needed in addition to regional efforts to provide and 

establish policies, guidelines and proper surveillances. 

There are more elements of concern in the current 2019-

nCoV, such as cross border movement, and regional 

cooperation. Therefore, some strict actions should be 

taken to curb the disease and prevent further spreading. 

2019-nCoV can be transmitted from person to person and 

should be considered an emerging human pathogen and 

a new threat to the world. 
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